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Oligo 7% FF51(5't03') WA &8
RARP_SARSr-F2 GTGARATGGTCATGTGTGGCGG 22

CORVID-19-RdRP set A RdRP_SARSr-R1 CARATGTTAAASACACTATTAGCATA 26
RARP_SARSr-P1 CCAGGTGGWACRTCATCMGGTGATGC 26 5-FAM - 3'BHQ1
RARP_SARSr-F2 GTGARATGGTCATGTGTGGCGG 22

CORVID O Ret-B RARP_SARSr-R1 CARATGTTAAASACACTATTAGCATA 26
RARP_SARSr-P2 CAGGTGGAACCTCATCAGGAGATGC 25 5-FAM . 3'BHQ1
E_Sarbeco_F1 ACAGGTACGTTAATAGTTAATAGCGT 26

COVID-19 E set E_Sarbeco_R2 ATATTGCAGCAGTACGCACACA 22
E_Sarbeco_P1 ACACTAGCCATCCTTACTGCGCTTCG 26 5-FAM . 3'BHQ1
N-F GGGGAACTTCTCCTGCTAGAAT 22

COVID-19 N set N-R CAGACATTTTGCTCTCAAGCTG 22
N-P TTGCTGCTGCTTGACAGATT 20 5-FAM - 3'TAMRA
ORFlab-F CCCTGTGGGTTTTACACTTAA 21

COVID-19 ORFlab set ORFlab-R ACGATTGTGCATCAGCTGA 19
ORF1lab-P CCGTCTGCGGTATGTGGAAAGGTTATGG 28 5-FAM - 3'BHQ1

*Z{Eset = primer (F/R) 2 OD & probe 2 OD
*Primer&PAGE #fi15; Probe 4 HPLC &t1E

¥ﬁ Tﬂkrﬁ$ﬁ F‘ﬁE. E_E, *F: Forward primer, R: Reverse primer, P: Probe#& 5
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2019-nCoV orf3Z E 258 g = g;’fssgp 23307%/2ug
2019-nCoV EZ E &g g = gg:;gp 23307T/2ug
2019-nCoV ME R EHE W : puCs7 23307%/2ug

£ : 3389%bp
H5E - pucs7
£ : 2906bp
&5 . puCs7

COVID- 195 ERNAN T F5:E 2 IBNCBIZLL (GenBank:

2019-nCoV orf6 = EE 72 233075/2ug MN908947.3)sk 17 K AllQrcode:

2019-nCoV orf7& EE 2 2 E - 3086bp 233075/2ug
2019-nCoV orf8 = R & f2 iﬁ gggggp 233075/2ug
2019-nCoV N2 E B BEV2 iﬁ g;’fg’gp 58307T/2ug
2019-nCoV S2 E 25 B8 iﬁ ggacz'f); 99207T/2ug
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Figure 1. High efficiency and broad dynamic range

Shows TagMan probe amplification traces of mouse gene ACTB using mouse
liver total RNA as template in triplicate. Template concentrations are 10x
serial dilutions ranging from 10pg to 1pg total RNA per 20ul reaction. Cycling
conditions were 45°C 10min, 95°C 3min, then 45 cycles of 95°C 10s, 60°C 30s.
gPCRBIO Probe 1-Step Go shows high efficiency over a broad dynamic range.
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Template RNA 1pg to 1pg total RNA; >0.01pg mRNA

Figure 2. gPCRBIO Probe 1-Step Go in multiplex Four mouse housekeeping
genes were amplified simultaneously in a single multiplex reaction. 1ug of
mouse liver total RNA was used as template. Amplification was detected using
TagMan probes in the following gene/probe combinations: B2MG/HEX,
ACTB/Cy5, GAPDH/FAM, and ACTG/TexasRed. Cycling conditions were 45°C
10min, 95°C 3min, then 45 cycles of 95°C 10s, 60°C 30s. This demonstrates that
the gPCRBIO Probe 1-Step Go mix can be used to quantify and compare
expression levels of multiple genes in a single reaction.
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PB25.41-01/03/12 qPCRBIO Probe 1-Step Go Lo-ROX
PB25.42-01/03/12 ¢PCRBIO Probe 1-Step Go Hi-ROX
PB25.43-01/03/12 gPCRBIO Probe 1-Step Go No-ROX

10ul "MAXYMum Recovery" Tips for P-2, Racked, Pre-Sterilized

TF-300-L-R-S
TF-20-R-S 20ul Filter Tips for P-20, Racked & Pre-Sterilized
TE-200-R-S 200ul Universal Fit Filter Tips, Racked & Pre-Sterilized

¢ K
100/300/1200 x 20 ul rxns
100/300/1200 x 20 ul rxns
100/300/1200 x 20 ul rxns
96 Tips/Rack. 10 Racks/Unit. 5 Units/Case.
96 Tips/Rack. 10 Racks/Unit. 5 Units/Case.
96 Tips/Rack. 10 Racks/Unit. 5 Units/Case.



